despite its strong selective effect. FISH analysis showed that most copies of MET 48 resided on extrachromosomal DNA elements commonly referred to as double minutes. landscape of GBM has been extensively described [9] [10] [11] . Intratumoral heterogeneity in 89 GBM has been well characterized, in particular with respect to somatic alterations 90 affecting receptor tyrosine kinases [12] [13] [14] . To evaluate how genomically heterogeneous 91 tumor cell populations are affected by selective pressures arising from the transitions 92 from tumor to culture to xenograft, we performed a comprehensive genomic and schematic overview of our study is presented in Figure 1 . 108 Low pass sequencing at a median depth of 6.5X (+/-1.8) was performed and in two cases with diploid chromosome 10, suggesting these cases had first lost a single 116 copy of the chromosome which was subsequently duplicated (Extended Data Fig. 1a ).
117
We evaluated chromosome 10 LOH using Affymetrix SNP6 profiles from 320 IDH-118 wildtype TCGA glioblastoma, and found that 27 of 52 tumors with diploid chromosome 119 10 similarly showed LOH, underscoring the importance of aberrations in chromosome 120 10 in gliomagenesis and evolution (Extended Data Fig. 1b) 
